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sults in uprising of ultra- and infradian variability of overt or “output” rhythms. Expe-
rimental data complemented by computer modeling demonstrated that mutations or
regulatory modifications of either core clock genes (BMal, Clock, Per, Cry, Rev-erba,
Rora), or clock-controlled genes (ccg); or other factors: miRNAs, GSK 3B, CKle,
etc. result in Tcd change; phase and amplitude shifts. Though, rhythms of peripheral
processes can be entrained by SCN, it demands integrity of all regulatory components
(core clock genes, ccg, miRNAs, etc.). Thereby, disturbances of circadian rhythms
throughout genome-transcriptome-proteome machinery as well as in systemic level may
generate non-24hour harmonics in circadian domain that will lead to pronounced
extracircadian variability in physiologic, biochemical and behavioral rhythmicity.
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CoBpeMeHHbIE METO/bI JUATHOCTUKH U MPOQIIAKTUKY 3a00JI€BaHUN CcepliedHO-
cocyaucrtoil cucremsl (CCC) npeaycMaTpuBarOT BO3MOKHOCTh M3yUEHUS aJUIEIbHBIX
BapHUAHTOB MPOTPOMOOTHYECKUX MOIMMOP(HU3MOB (HaKTOPOB IreMOCTa3a Y MOJIOJBIX
JIMIL JUISl YCTAHOBJICHHSI TEHETHUYECKUX JIETEPMUHAHT, YYaCTBYIOMIUX B (DOPMHUPOBAHUU
IpeApaclooKEHHOCTH K T'eéMOJMHAMUYeCKMM HapyuieHusM. M3ydena pacrpoctpa-
HEHHOCTH aJUIENTbHBIX TOIMMOP(HU3MOB F€HOB: HHTMOUTOpA aKTUBATOpa IJIa3MUHOT€HA
1 Tuna (PAI-1, 4G/5G), sanorenunanpHoi cuHTasbl okcuaa azota (NOS3, Glu298Asp),
nporenHa C (PROC, C(-1654)T), rena peuentopa k ceporonnny (HTRA2, A(—1438)G).
O6cnenosano 50 crynenroB-meaukoB COI'MA, 20 corpynnukos UBMUW BHIT PAH.
AHanmm3 TOMyYeHHBIX JAHHBIX JEMOHCTPHPYET IMpeodiajiaHue HEraTUBHOTO HOCH-
TENbCTBA HAJ MO3UTUBHBIM JUIsl OOJIBIIMHCTBA MyTanui, 3a uckirouenneM (HTRA2,
A(-1438)G): s nomumopduszma PAI-1 (4G(—675)4G) TpebyeTcss KOHTPOJIb CBEp-
TBIBaHUS KPOBH IpH OepeMeHHOCTH, Oone3Hsax CCC, nononHuTenbHoe 00cae10BaHne
Ha Jpyrue myTtauuu cuctembl remMoctasza (30% k 12% Mmo3uTUBHOTrO HOCUTENIBCTBA);
B ciryyae nonumopdusma rena NOS3 (Asp298Asp), KoTopblil siBisieTcst (pakTopom
pucka nmemuueckux Hapyuenui B CCC u recros3a ¢ rUnepTeH3ueil, HeraTUBHOE HO-
CHUTEJBCTBO COCTABIISIET B MECTHOW NOMy iy 34% K 7% MO3UTUBHOIO HOCUTENIBCTBA;
PROC T (-1654)T), koTopslii XapakTepusyercs 0ojiee HU3KON KOHLEHTpAlUe aHTu-
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koarynsHTa nporenHa C npeobnanaer (49% x 12% nosutuBHOrO HOcUTENnbCTBA). [omy-
YeHHbIE JaHHbIe M0 pe3yibTaraM [IL{P-1uarHoCTUKM reHOB-KaHIUAATOB, PETYIHUPY-
FOLINX MHUKPOIMPKYJIILINIO, COCYIUCTBI TOHYC U Mporecc TpoMO0ooOpa3oBaHus, MOA-
TBEPKIAIOT (PAKT HAKOIUIEHHUSI TeHETUYECKOro rpy3a B nomyisaimu PCO-Ananuu u Bax-
HBI [Tl OLIEHKH KOPPEJIALMOHHBIX B3aMMOCBS3€H ¢ TAaTOJIOTHEH TeMOCTa3a U CUCTEMbI
KpOBOOOpAIIICHHS, BBISBICHHBIX B X0J€ MOHUTOPUHTA 3/JOPOBbSI HACEJICHUS MPU CO3-
JTAHWW WHHOBAIIMOHHBIX TEXHOJIOTUI XPOHOTEPAINUH CEePACYHO-COCYAMCTHIX 3aboiie-
BaHUH.
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Modern methods of diagnosis and the prevention of CVS diseases foresee the
possibility to study the allelic variants of prothrombotic polymorphism of hemostasis
factors in the young person’s for the determination of the genetic determinants, taking
part in the formation of predisposition to the hemodynamic impairments. It was studied
the prevalemce of allelic polymorphisms of genes: inhibitor activator activator of
plasminogen of 1 type (PAI-1, 4G/5G), endothelial synthase of nitrogenoxide (NOS3,
Glu298Asp), protein C (PROC, C(—1654)T), of gene’s receptor to the serotonin (HTRA2,
A(-1438)G). 50 the medical students of NOSMA, 20 — the employees of IBMS of VSC
of RAS. The analysis of negative carriageover the positive one the most of the muta-
tionas, excepting (HTRA2, A(—1438)G): for polymorphism PAI-1 (4G(—675)4G) re-
quires the control of blood coagulation while the pregnancy, CVS diseases, additional
observation to other mutations of hemostasis system (30% to 12% of positive carriage);
in the case of polymorphism of gene NOSS (Asp 298Asp), which is the risk factor of
the ischemic impairments of CVS and hemostasis with hypertension, negative carriage
composes in the native population 34% to 7% of positive carriage; PROC T(-164)T),
which is characterized with lower concentration of protein C anticoagulant predominate
(49% to 12% of positive carriage). The obtained data as the result of PSR-diagnosis
of genes-candidates regulating microcirculation, vascular tension and the process of
thrombogenesis confirm the fact of the accumulation of the genetic weight in the RNO-
Alania population and are important for the evaluation of the pathologic hemostasis
and the circulation system, revealed in the course of the population health monitoring
while the creation of the innovation technologies of the cardio-vascular diseases chro-
notherapy.
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